Secondary thrombin-binding site, glycosaminoglycan binding domain and reactive center region of leuserpin-2 are strongly conserved in mammalian species.
Using a combination of conventional and inverse polymerase chain reaction the cDNA structure coding for the thrombin inhibitor leuserpin-2 from rat has been determined. The rat genome specifies leuserpin-2 mRNAs differing in their 5'-untranslated regions probably due to alternative splicing of the primary transcript. Comparisons of partial sequences from five different mammalian species show that the secondary thrombin binding site, the glycosaminoglycan binding domain and the reactive center region of the inhibitor are strongly conserved.